1/11 



u 



Mb 

GCc 
A 
U 



A 
U 



Q 200 




Ilia 

U 
G 



225 




CG 
UG 
GC 
75^ CG 
^GU 

aAUa 

A C 

^auA^ 

CG 

gA^lOO 

"a Ay 

UG CGUCG 

njcuu 

A AGGA^ 

50 y 

GCc 

ua'^uc 



^G 
C 
A 



AU 
CG 
CG 
1 75\GA 
^UG 
UAT 
\ AU 
^ AIJ 
CACCGG U C NIC 
GUGGCC GGG G 
^ A^ CCC U 

GC G 
GC 
150^ CG 

UA^ 
CG 
UA 
GC 
GU 
UG 
GC 

AU Hid 
UA AG u U 

GCCG UAGUG G 
CGGA . AGCGC 



AUG 
CG 
CG 
.GUa 



© 



u 
u 



UG" 



275 



FIG. 1 



FIG. 1A 



2/11 



0- 




0) 



O < ^ 
30 g 

O « 
O 
O 
O 
O 

.OCJ< 
000 

O 

ID 

O 

< 

o 

< 
< 
o 

< 

o 
o 
< 

cvj y 

o ~ 

< \ =) 
^000000 < 

0 
o 




3/11 



3' 5' 

I J 
C Y 
N N 

G N 
N N 

N N 
PQ 
I I 
5' 3' 

FIG. 2 



N 
N 




HCV mIRES RNA 

FIG. 6A 



c 
c 
c 
c 

G 
G 
U 
G 
0 
U 
0 
U 
0 
U 
G 

1 9mer (control) 



FIG. 6B 



FIG. 4 



4/11 



1009264 

1160327 

1438429 

1181831 

1197128 

1805843 

1930117 

1066559 

1066561 

1805796 

329915 I 

1066557 

1066567 

2388526 

1066617 

1930119 

1183032 

1197096 

2809127 

1009258 

1009266 

1066565 

1066577 

1805846 

1805851 

1805853 

2465799 

2605601 

2809126 

2809128 

296246 I 

3152988 

3152993 

3152997 

474334 I 



GACGACC 



--A- 
-GT- 
-GT- 
--A- 
■ -T- 



--T 



--T 



-_T--. 



--T- 
--T- 
•-T- 
■TT- 
■-A- 



--T 



A-A- 
-GT- 



--T 



--A 
-CT 
--T 



T 



--T- 



gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 

gi 



1009264 

1160327 

1438429 

1181831 

1197128 

1805843 

1930117 

1066559 

1066561 

1805796 

329915 I 

1066557 

1066567 

2388526 

1066617 

1930119 

1183032 

1197096 

2809127 

1009258 

1009266 

1066565 

1066577 

1805846 

1805851 

1805853 

2465799 

2605601 

2809126 

2809128 

296246 I 

3152988 

3152993 

3152997 

474334 I 



GCTCAA TGC 



A- 



A-- 



-T- 



-A- 
-A- 



■G 



A- 
A- 



-G- 
-T- 



--T 
-A- 



A TG 



-A- 



FIG. 3A 



FIG. SB 



nib rU 



C 

u 
u 

4: 



UG 



200 5/1 1 



175 



Ilia 



G 
A 
U 
A 

CUA^ 
GC 
GC 
GC 

A JJ 
GCG 
GC 
AU 
CG 
CG 
GA 
UG 
UA 
AU 



225 



U CACCGGAUy 

G.GUGGCC 
A A 

GC 
GC 
GC 

/-GC 

150 

CG 
UA 
GC 
GU 
UG 
GC 
AU 
UA 



GGG^G 
CCCqU 



lllc 



A elF3TOEPRINT 
< 



'250 



AG UU 
GCCG UAGUG G 
CGGA AGCGC _G 



llld 



U 
U 



UG 



AUG 
CG 
CG 

ggg^'-'gccu a 
ccc^^uggg u 

u^^u 

^GC^ 



275 



300 



elF3(+++100%) 

Dlll(187nts) 
(W/T+MUTANTS) 



FIG. 5A 



Illb 



C 
U 
U 



UUG-G 



6/11 



A 
U 
A 



HCV 5'UTR BAND SHIFT PROBES 



U 
G 



CUA^ 
GC 
GC 
GC 
pCGp 

A JJ 
GCG 
GC 
AU 
CG 
CG 
175\GA 

^UG.225 
UA 

^ AU 
CACCGG^Uy 
«GUGGCC GGG^ 



200 



Illb 



U 

4., 



lllc 



G 



^A CCCqU 



150 



GC 
GC 
GC 
GC, 
UA^ 
CG 
UA 
GC 
GU 
UG 
GC^ 
AU 
UA 



'250 



AG u 
GCCG UAGUG 
CGGA AGCGC G 



AUG 
CG 
CG 

aSMa 

^GC^ 
AU 



U 
U 



UG 



275 



CUA^ 
GC 
GC 
GC 

C^^A^ 

A JJ 
GCG 
GC 
AU 
CG 
CG 
175x GA 

^UG ,225 
UA^ 
AU 

U^CACCGG^Uy Q 

G.GUGGCC GGG G 
A A^ CCCqU 

GC 
GC 
GC 

150 UaA 
CG 
UA 
GC 
GU 

UG 250 

AU 
UA 
IG^ 



Ilia 



GC 



CG 



GC 



(++20%) 
DIIIA1(167nts) 



FIG. 5B 



m 

(+4%) 
DIIIA2(118nts) 

FIG. 5C 



7/11 



lllb 



U 



200 



lib 



A 
U 
A 



CUA^ 
GC 
GC 
GC 

A JJ 
GCG 

GC 
AU 
CG 
CG 
GA 

'UG ,225 
UA'^ 
AU 
AU 



[GO 
(-1%) 
DIIIA3(62nts) 



175 



G^C 



75' 



lla 



U G 



U r A 



A A 
U U 
CG 
UG 
GC 
CG 
GU 

AU^ 
CG 

GA 

CG 

cgu^^u 

UCUU 
AGGA_ 

/- G 
U 

^^cu c 

UA 
CG 
CG 
GC 



100 



50 



G 
C 
A 
G 

C 



(-0.5%) 
Dll(78nts) 



FIG. 5D 



FIG. 5E 




I 1 I I I l_ 

0 100 200 300 400 500 

DABSYL-PEPTIDE, fiM 
OKKKKK • KKKQR □ KKQKR 



FIG. 7A 




FIG. 7B 



9/11 




10/11 



lla 




lib 

GCc 
A A 

UG 
GC 

^GU 

aAUa 

A C 

^AUA^ 

CG 

GA 

CG 

AU 
^CG 

U 
G 

GA 

CG 

c^^c 

A A 

43CC 
IC 

.u 

GA 
AU 



FIG. 8A-1 



6 



nib 



^A 

u u 

A 

GC 



18 



^AU^ 
fCA 

GC 
AU 
CG 
CG 

L_GA 

UG 

Ilia UA 
A AU 
" AU 
U CACCGG U C lllc 
G GUGGCC GGG G 
A CCC U 

GC G 
GC 

150^ 

UA^ 
CG 
UA 
GC 
GU 



AU Hid 
UA^^^ AG UU 
GCCG UAGUG G 
CGGA AGCGC q 



AUG 
CG 
CG 

aGUa 



U 

u 



\ 



UG" 



275 



FIG. 8A-1A 



11/11 




GO 

I 

< 

UL 



o 
< 
o 

< 
< 
o 

Z) 

< 
o 
o 
< 



C\J 



oo 



< 

O 

< V z> 
^<J)(3CDCD<D(3 < 
^CDOOOOO CD 
*t ID 
O 
O 

o 




< 
I- 



